ABSTRACT Whole-genome sequencing of Acanthamoeba polyphaga Linc Ap-1 resulted in a draft assembly of the chromosomal DNA and a complete sequence of the mitochondrial DNA (mtDNA). Despite very high sequence similarity with the mtDNA of Acanthamoeba castellanii Neff, in contrast to Acanthamoeba polyphaga Linc Ap-1, the determined DNA sequence revealed a complete absence of introns.
The finding suggests that these species are evolutionarily divergent, although it is difficult to say whether the difference is due to intron loss (A. polyphaga) or acquisition (A. castellanii). In other organisms, the introns in the rnl genes encoding large rRNAs are important for ribosomal assembly, and their loss may result in reduced fitness (9) . Interestingly, the loss of introns is typical for mtDNA in vertebrates, with human mtDNA also containing no introns (reviewed in reference 10). Whether the lack of introns in A. polyphaga mtDNA affects the biological properties of this microorganism requires further investigation to determine.
Data availability. The whole-genome shotgun sequence of Acanthamoeba polyphaga strain Linc Ap-1 and the complete sequence of its mtDNA have been deposited in GenBank under the accession numbers LQHA00000000 and KP054475, respectively. The raw data have been deposited in GenBank under SRA number SRP191763.
